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3 <110> APPLICANT: Aventis Pasteur Limited 

4 Brunham, Robert 

5 Raudonikiene, Ausra 

6 Gallichan, Scott 

7 Murdin , Andrew 

9 <120> TITLE OF INVENTION: Immunization Against Chlamydia Infectio with 60K CRMP 
11 <130> FILE REFERENCE: RY185 

13 <140> CURRENT APPLICATION NUMBER: US 10/580,141 

14 <141> CURRENT FILING DATE: 2006-05-19 

16 <150> PRIOR APPLICATION NUMBER: US 60/481,676 

17 <151> PRIOR FILING DATE: 2003-11-20 

19 <150> PRIOR APPLICATION NUMBER: PCT/CA2 004/002004 

20 <151> PRIOR FILING DATE: 2004-11-22 
23 <160> NUMBER OF SEQ ID NOS : 14 

25 <170> SOFTWARE: Patent In version 3.3 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 1662 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Chlamydia muridium 

33 <220> FEATURE: 

34 <221> NAME/KEY: CDS 

35 <222> LOCATION: (1) . . (1662) 
37 <400> SEQUENCE: 1 
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Ala 


Arg 


Gly 


Glu 


Ala 


He 


Leu 


Ser 


Ser 


Asp 


Thr 


Leu 


Thr 


Val 


Pro 




319 




530 










535 










540 












322 


Val 


Ser 


Asp 


Thr 


Glu 


Asn 


Thr 


His 


He 


Tyr 
















323 


545 










550 
























326 


<210> SEQ ID NO 


: 3 


























327 


<211> LENGTH: 1659 


























328 


<212> TYPE: 


DNA 




























329 


<213> ORGANISM: 


Chlamydia trachomatis 
















332 


<220> FEATURE: 




























333 


<221> NAME/KEY: 


CDS 


























334 


<222> LOCATION: 


(1) . 


. . (1659) 






















336 


<400> SEQUENCE: 


3 


























337 


atg 


cga 


ata 


gga 


gat 


cct 


atg 


aac 


aaa 


etc 


ate 


aga 


cga 


gca 


gtg 


acg 


48 


338 


Met 


Arg 


He 


Gly 


Asp 


Pro 


Met 


Asn 


Lys 


Leu 


He 


Arg 


Arg 


Ala 


Val 


Thr 




339 


1 








5 










10 










15 






341 


ate 


ttc 


gcg 


gtg 


act 


agt 


gtg 


gcg 


agt 


tta 


ttt 


get 


age 


ggg 


gtg 


tta 


96 


342 


He 


Phe 


Ala 


Val 


Thr 


Ser 


Val 


Ala 


Ser 


Leu 


Phe 


Ala 


Ser 


Gly 


Val 


Leu 




343 








20 










25 










30 








345 


gag 


acc 


tct 


atg 


gca 


gag 


tct 


etc 


tct 


aca 


aac 


gtt 


att 


age 


tta 


get 


144 


346 


Glu 


Thr 


Ser 


Met 


Ala 


Glu 


Ser 


Leu 


Ser 


Thr 


Asn 


Val 


He 


Ser 


Leu 


Ala 




347 






35 










40 










45 










349 


gac 


acc 


aaa 


gcg 


aaa 


gac 


aac 


act 


tct 


cat 


aaa 


age 


aaa 


aaa 


gca 


aga 


192 


350 


Asp 


Thr 


Lys 


Ala 


Lys 


Asp Asn 


Thr 


Ser 


His 


Lys 


Ser 


Lys 


Lys 


Ala 


Arg 




351 




50 










55 










60 












353 


aaa 


aac 


cac 


age 


aaa 


gag 


act 


ccc 


gta 


gac 


cgt 


aaa 


gag 


gtt 


get 


ccg 


240 


354 


Lys 


Asn 


His 


Ser 


Lys 


Glu 


Thr 


Pro 


Val 


Asp 


Arg 


Lys 


Glu 


Val 


Ala 


Pro 




355 


65 










70 










75 










80 




357 


gtt 


cat 


gag 


tct 


aaa 


get 


aca 


gga 


cct 


aaa 


cag 


gat 


tct 


tgc 


ttt 


ggc 


288 


358 


Val 


His 


Glu 


Ser 


Lys 


Ala 


Thr 


Gly 


Pro 


Lys 


Gin 


Asp 


Ser 


Cys 


Phe 


Gly 




359 










85 










90 










95 






361 


aga 


atg 


tat 


aca 


gtc 


aaa 


gtt 


aat 


gat 


gat 


cgc 


aat 


gtt 


gaa 


ate 


aca 


336 


362 


Arg 


Met 


Tyr 


Thr 


Val 


Lys 


Val 


Asn 


Asp 


Asp 


Arg 


Asn 


Val 


Glu 


He 


Thr 




363 








100 










105 










110 








365 


caa 


get 


gtt 


cct 


gaa 


tat 


get 


acg 


gta 


gga 


tct 


ccc 


tat 


cct 


att 


gaa 


384 


366 


Gin 


Ala 


Val 


Pro 


Glu 


Tyr 


Ala 


Thr 


Val 


Gly 


Ser 


Pro 


Tyr 


Pro 


He 


Glu 




367 






115 










120 










125 










369 


att 


act 


get 


aca 


ggt 


aaa 


agg 


gat 


tgt 


gtt 


gat 


gtt 


ate 


att 


act 


cag 


432 


370 


He 


Thr 


Ala 


Thr 


Gly 


Lys 


Arg 


Asp 


Cys 


Val 


Asp 


Val 


He 


He 


Thr 


Gin 




371 




130 










135 










140 












373 


caa 


tta 


cca 


tgt 


gaa 


gca 


gag 


ttc 


gta 


cgc 


agt 


gat 


cca 


gcg 


aca 


act 


480 
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